UNIVERSITY OF COPENHAGEN
DEPARTMENT OF IMMUNOLOGY AND MICROBIOLOGY

Staphylococcus strains’ adaptation to
atopic dermatitis lesional sKin

Laura Juhl Jensen*!, Sofie Sonne Mglck*l, Amalie T. M. Rgnnstad?, Caroline Grgnvold?, Simon Francis
Thomsen?, Jacob P. Thyssen?, Thomas Bjarnsholt!3, Lene Bay*!

*shared first authorship, # corresponding author, !Costerton Biofilm Center, ISIM, SUND, University of Copenhagen, Copenhagen, Denmark, 2Department of Dermatology, Bispebjerg Hospital, Copenhagen,
Denmark, 3Department of Clinical Microbiology, Rigshospitalet, Copenhagen, Denmark

Hypothesis: Certain adapted abilities of S. aureus correlate with the severity of atopic dermatitis

Methods
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n = 40 AD patients Eczema score >5 TLSS

\Clinical Staphylococcus strains from 40 AD patients with moderate to severe eczema were characterized using cultivation and MALDI-Tﬁ

Objectives: Monitor the frequency and characterize the pathogenicity of S. aureus In atopic dermatitis

Genotypic and phenotypic characterization of Effect of cytokines and adhesion of S. aureus strains

INn 1N vitro and ex vivo skin models
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Preliminary Results

Selected Staphylococcus aureus isolates and cytokines CFU and Presences of S. aureus

CFU Staphylococcus and TLSS
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The Y-axis was log 10 transformed. The CFU were significant
different (p=0.02) in eczema with or without S. aureus.

Direct effect of specific cytokines on S. aureus metabolism and a correlation between S. aureus abundance and eczema score

Adaptation of S. aureus to eczema skin demonstrate the host-microbial interrelation in AD pathogenesis
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