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BACKGROUND STUDY DESIGN

Although the chronic wound microbiome has been well
investigated, knowledge regarding factors underlying microbial
colonization affecting wound progression and healing are
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This longitudinal study investigates two groups of patients with N Y,
chronic low extremity wounds. l

In-depth group: 12 patients undergoing split-thickness skin graft
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wound before and after debridement, the surrounding skin, and ‘Biobank’
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Predictive group: 110 ambulatory patients. We collected swabs for
bacterial identification, and debridement for dual RNA-sequencing
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OBJECTIVES

To investigate the role of bacterial biofilms in chronic wounds to address changes in the local
microenvironment that potential affect treatment and healing processes

PRELIMENARY RESULTS
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Several pathogens are not removed from wounds by split-thickness skin graft surgery Patient demographics

a) Number of different species in wounds decrease by approx. 50% after STSG.

b) P. aeruginosa, S. aureus and E. faecalis was not removed by STSG. Histogram of Age
E. faecalis was present in wounds together with P. aeruginosa. Patients 110 g
E. faecalis was present in the wounds of all patients after STSG. /\ Female 46 1 Mean age: 70,9

c) P. aeruginosa was isolated from a patient after three STSGs. : Male 64 i
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Quorum sensing regulated production of virulence factors of clinical isolates are decreased
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